INTEPRETATION TABLE

DPA1 SSP typing

Amplification patterns of the DPAL1 alleles

well®
1 2 3 4 5 6 7 8
Length of spec. 85 250 | 200 | 115 | 105 | 155 | 100 | 100
PCR product(s) 195
Length of int. 515 ] 515 | 430 | 430 | 430 | 515 | 430 | 430
pos. control*
5'_Drimer(5)2 15 11 28 4 84 31 11 11
S.acg® | ®-cgc® | S-gAA® | Pcgg® | Y-AAT® | ¥gcA® | YcgC® [P-cAT
43
19T
3'-primer(s)® 31 | 83 | 83 | 28 |intr® 69 | 31 | 31
S.caT® | ®-ggT® | ®-ggT¥ | ¥TCg® | ®-ggC® | ®-g7C® | ®-cTg* | ®-cTg®
83
*-ggT°
Well No. 1 2 3 4 5 6 7 8
DPA1 allele’
*010301-010302,
010304 1 2 3
*010303 2 3
*0104 1 | 2 | 4 | |
*0105 1 5
*010601 2 | 3 | 6 7 |
*0107 1 2 3
*0108 1| 2 | 4 | |
*0109 1 2 3
*0110 1 | 2 | 3 | 6 |
*020101-020106 5 7
*020201-020203 | | | 5 | 8
*0203 5
*0204 | | | 5 | 6 8
*0301 3
*0302 ] 3] | |
*0303 4
*0401 1 5
DPA1 allele®
Well No. 1 2 3 4 5 6 I 8




INTERPRETATION TABLE

DPA1 SSP typing

Amplification patterns of the DPAL1 alleles

well®
9 10 11 12 13 14 15 16
205 | 85 90 | 205 | 135 | 140 | 245 | 220 Length of spec.
PCR product(s)
430 | 515 | 515 | 430 | 430 | 430 | 430 | 430 Length of int.
pos. control®
11 15 66 18 51 50 15 23 5'_Drimer(s)2
S.cAT® | ¥.acc® | S-ATCY | SgAA® | S-cAT¥ | S-ccg® | S-acc® | Y-TACT
15 15
s.acc? *.acc?
66 31 83 73 83 83 83 83 3'_Drimer(s)3
*1ca® | S.cAaT® | S-ggT¥ | S-AgC® | ®-ggT* | S.ggT¥ | SggT® | Y-goT?
9 10 11 12 13 14 15 16 Well No.
DPA1 allele’
*010301-010302,
010304
10 15 *010303
| *0104
*0105
| *010601
13 *0107
14 | | *0108
16 *0109
| *0110
*020101-020106
9 | *020201-020203
10 *0203
9 | *0204
10 11 15 *0301
9 | 10 15 | *0302
10 11 15 *0303
12 *0401
DPA1 allele’
9 10 11 12 13 14 15 16 Well No.
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